This is mswordtree.doc, which contains the drawTree macro which allows the drawing of Newick format phylogenetic trees.  Below are some example trees for you to try.

To draw a tree, first ensure that the whole of the Newick tree description is selected.  Then, if you have loaded this file in MS Word, you should see a smiley icon in the toolbar.  Hit this icon to see the dialogue box.  You can then choose various tree-building options.  Press OK when you are happy and the tree will be drawn in a new Word document.

If you cannot see the icon or it doesn’t work, then it is possible that macros are disabled on your system, or you have loaded this file in an Internet Explorer window.

To install the macros into your installation of Word, follow the instructions given on the mswordtree webpage at 

http://jic-bioinfo.bbsrc.ac.uk/bioinformatics-research/software/mswordtree/index.html
(((((aa:0.0,bb:0.02):0.08[38],cc:0.02):0.04[50],dd:0.02):0.04[89],ee:0.02):0.01 [67],ff:0.02,gg:0.02);

(((((a1:0.007330,a3:0.013670):0.001010[38],a0:0.006290):0.003060[50],a2:0.009600):0.010670[89],a4:0.038210):0.009240[67],a5:0.046700,a6:0.052800);

(((((a1:0.007330,a3:0.013670):0.001010[38],a0:0.006290):0.003060[50],a2:0.009600):0.010670[89],a4:0.038210):0.009240[67],a5:0.046700,a6:0.052800);

(((((((((cholm.rrna:0.00006,sex.rrna:0.00054):0.00094[95],sbarn.rrna:0.00086):0.00247[100],7662.rrna:0.00073):0.00141[85],(sspenc.rrn:0.00208,klodd.rrna:0.00082):0.00159[93]):0.00084[42],(kafr.rrna:0.00232,sros.rrna:0.00298):0.00083[57]):0.00216[54],(((kyarr.rrna:0.00058,kpoly.rrna:0.00482):0.00208[90],6334.rrna:0.00352):0.00074[0],((spast.rrna:0.00000,sbay.rrna:0.00000):0.00067[85],(spd.rrna:0.00000,sc.rrna:0.00000):0.00053[84]):0.00266[97]):0.00036[0]):0.00008[0],(sd.rrna:0.00158,scast.rrna:0.00082):0.00089[40]):0.00081[0],((((zmel.rrna:0.00354,zroux.rrna:0.00176):0.00275[100],((zbail.rrna:0.00074,znov.rrna:0.00156):0.00126[70],zbisp.rrna:0.00054):0.00220[84]):0.00545[100],(tglob.rrna:0.00122,((tpret.rrna:0.00000,zmrak.rrna:0.00000):0.00059[66],(td1146.rrn:0.00000,zmicro.rrn:0.00001):0.00001[49]):0.00058[79]):0.00041[0]):0.00102[63],(zflorent.r:0.00447,((((((arx2676.rr:0.0000,(tpint.rrna:0
.00000,arx2985.rr:0.00000):0.00002[90]):0.00283[100],((arx2675.rr:0.00000,cbov2778.r:0.00000):0.00074[83],((cbov.rrna:0.00053,cbov2678.r:0.00007):0.00150[88],(arx2475.rr:0.00025,arx2685.rr:0.00035):0.00027[49]):0.00015[46]):0.00009[47]):0.00110[81],csloof.rrn:0.00125):0.01009[100],(sserv.rrna:0.00134,suni.rrna:0.00106):0.00656[100]):0.00210[0],strans.rrn:0.00731):0.00104[0],(kdelph.rrn:0.00129,cglab.rrna:0.00221):0.00881[100]):0.00136[51]):0.00127[39]):0.00037[13]):0.00060[0],(((ktherm.rrn:0.00219,kwalt.rrna:0.00081):0.00391[99],(zcidri.rrn:0.00039,zferm.rrna:0.00141):0.00079[79]):0.00156[92],skluy.rrna:0.00199):0.00061[62],klact.rrna:0.02013);

























